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APPLICATIONS OF ELECTROPHORETIC TRANSFER
AND MOLECULAR HYBRIDIZATION IN THE
STUDY OF HBV DNA IN LIVER

Lu Ling Yao Jilu Peng Wenwei
(Department of Infectious Diseases, the 3rd Affiliated Hospital)

Applications of electrophoretic transfer, rehybridization and Biotin-probe in Southern-
blot were reported. Two methods, capillary and electrophoretic, were compared for DNA
transfer, and the electrophoretic was selected due to its more clean DNA bands and clear
background. By this method, 101 liver DNA samples from 29 patients with hepatitis and
36 with hepatocellular carcinoma (HCC) were analysed. The molecular status of HBV
DNA was found to be in integrated form in 15, free in 21, and both in 30. Among the
hepatitis samples, 12 were detected with Biotin—probe and 5 with **P-probe then Biotin--
probe again. Free form of HBV DNA was pick up in all of the former and - of the la-
tter. In the latter, all the positive showed a same pattern in both hybridizations which
revealed HBV DNA bands at 3,2 kb and 2.5 kb where are the loose circle and the
supercoiled HBV genome located. The rehybridization with different probes on a same
nylon proved to be an easy way to sequence HBV DNA, for each probe used has a dif-
ferent sequence which can only be base-paired by its homology that makes it sequenced.
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